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	SN
	Name
	Address
	Research Interests

	1
	Hasan M. Jamil

Chair

IFIP TC 5 Task Force on Bioinformatics
	Department of Computer Science

431 State Hall
Wayne State University

5143 Cass Avenue

Detroit, Michigan 48202
USA

Voice: +1 (313) 577-6783
Fax: +1 (313) 577-6868
e-mail: jamil@cs.wayne.edu
http://www.cs.wayne.edu/~jamil/
	Databases, Bioinformatics and Artificial Intelligence

	2
	Katia S. Guimaraes
	Center of Informatics

Universidade Federal de Pernambuco

Caixa Postal 7851, Recife, PE, BRAZIL. 50732-970

Voice:  (55) (81) 3271-8430 x-4302

Fax:   (55) (81) 3271-8438

e-mail: katia@cin.ufpe.br
	Algorithms for

Biological Sequence Analysis,

Identifying Repeats, Motifs and Regulatory Regions.

	3
	Ying Xu
	Protein Informatics Group

Life Sciences Division, ORNL

1060 Commerce Park Dr, MS 6480

Oak Ridge, TN 37830-6480, USA

Office: 865-574-7263

Fax:  865-241-1965

Email: xyn@ornl.gov

http://compbio.ornl.gov/~xyn 
	Protein structure prediction and  modeling, computational methods for large-scale biological datamining,  knowledge discovery from genomic and proteomic data

	4
	David Pollock 
	Biological Sciences

Louisiana State University

Baton Rouge, LA 70803

Voice: 225-578-4597

Fax:  225-578-2597

e-mail: dpollock@lsu.edu
http://www.biology.lsu.edu/webfac/dpollock/Welcome.html
	

	5
	Panayiotis (Takis) Benos
	Human Genetics

University of Pittsburgh

Dept. Human Genetics,

A309 Crabtree Hall, GSPH,

130 DeSoto Street,

Pittsburgh, PA 15261,U.S.A.

Voice: +1 412 692-2608

Fax: +1 412 648-6676

e-mail: benos@pitt.edu
http://www.ccbb.pitt.edu/cbenos.htm
	Statistical modelling of protein-DNA interactions, computational study of transcriptional regulation, genome analysis/evolution



	6
	Mohammed J. Zaki
	Department: Computer Science

Rensselaer Polytechnic Institute

Lally 307, RPI, 110 8th Street, Troy NY 12180 USA

Voice: 518-276-6340

Fax: 518-276-4033

e-mail: zaki@cs.rpi.edu
www.cs.rpi.edu/~zaki
	Data mining, knowledge discovery, parallel computing, bioinformatics, graph theory

	7
	Mathew J. Palakal
	Department: Computer & Information Science

Indiana University Purdue University, Indianapolis

723 W. Michigan St., SL 280, Indianapolis, IN 46202

Voice: 317-274-9735

Fax: 317-274-9742

e-mail: mpalakal@cs.iupui.edu
http://www.cs.iupui.edu/~mpalakal
	Information integration, knowledge extraction, text mining, mulit-object relationship finding

	8
	Cenk Sahinalp
	Department:EECS and Genetics

Case Western Reserve University,

Schools of Engineering and Medicine

Olin Bldg 515, 10900 Euclid Ave

Cleveland OH 44106

Voice: 216-368-6197

Fax: 216-368-2801

e-mail:cenk@eecs.cwru.edu

http://vorlon.cwru.edu/~cenk
	Algorithms for string/sequence search, alignment and discovery; computational analysis of large scale genome rearrangements; comparative genomics; phylogenetics.

	9
	Haixu Tang
	Department: Computer Science and Engineering

University of California, San Diego

AP&M 3801

Voice: 858-822-5004

Fax:  858-534-7029

e-mail: htang@cs.ucsd.edu
http://www-cse.ucsd.edu/~htang
	Combinatiorial and statistical algorithms in computational biology.

	10
	Krzysztof Olszewski
	Department: Life Sciences

Accelrys

9685 Scranton Road, San Diego, CA 92121

Voice: 858-799-5347

Fax:  858-799-5100

e-mail: kato@accelrys.com
www.accelrys.com
	protein structure, protein sequence-structure space mining, protein structure prediction, protein function prediction, structural pattern recognition, functional pattern recognition, chemical pattern recognition, structural genomics, structural bioinformatics, structural annotations and classification, data mining, text mining and NLP, target identification, target validation, molecular modeling and simulations, complex systems modeling, complex systems analysis

	11
	Tao Jiang
	Department: Computer Science and Engineering

University of California – Riverside

Dept of Comp Sci, Univ of California, Riverside, CA 92521

Voice: 909 787-2991

Fax:  909-787-4643

e-mail: jiang@cs.ucr.edu
www.cs.ucr.edu/~jiang> 
	Computational biology, algorithms



	12
	Hyun-Seok Park (Prof.)
	Department: Bioinformatics

Sejong University & Macrogen Co.

Seian Building #116, 9F, Shinmun-Ro 1Ka, Chongro-Ku      Seoul, Korea 110-061

Voice:

Fax: +82-2-3704-4683

e-mail: hspark@macrogen.com
http://dasan.sejong.ac.kr/~hsp
	Whole Genome Assembly Algorithm, DNA Chip Analysis, SNP Analysis, Biopathway Maps, Text Mining



	13
	Professor Nik Kasabov
	Department: School of Information Technologies

Auckland University of Technology

Private Bag 92006, Auckland 1020, New Zealand

Voice: +64 9 917 9506

Fax: +64 9 917 9501

e-mail: nik.kasabov@aut.ac.nz
http://divcom.otago.ac.nz/infosci/kel/
	Neural netwoks, fuzzy systems and genetic algorithms, Artifical Intelligence in Bioinformatics, Microarray data modeling, Deasese profiling and prognosis

 

	14
	Professor Robert C. Berwick
	Department of Electrical Engineering and Computer Science

Massachusetts Institute of Technology

Laboratory for Intelligent Decision Systems, 35-423MIT77 Massachusetts Ave. Cambridge, MA 02139

617-253-8918

berwick@ai.mit.edu
	

	15
	Limsoon Wong
	Department: Director's Office

Laboratories for Information Technology

21 Heng Mui Keng Terrace

Voice: +65-6874-2099

Fax:

e-mail: limsoon@lit.org.sg
	Database theory and systems, Programming language theory and implementation, Logic and finite model theory, Data integration technology, Data mining technology, NLP in biology, Bioinformatics.

	16
	Julie C. Mitchell
	Department: San Diego Supercomputer Center

U.C. San Diego

9500 Gilman Dr. MC 0527, La Jolla CA 92093-0527

Voice: US + 858-534-5126

Fax:  US + 858-822-3631

e-mail: mitchell@sdsc.edu
http://www.sdsc.edu/~mitchell 
	Molecular interactions, protein docking, macromolecular shape and electrostatics

	17
	Kunbin Qu
	Department: Informatics, Director

Rigel Pharmaceuticals, Inc.

240 East Grand Ave.

Voice: 650-624-1149

Fax:  650-624-1101

e-mail: kqu@rigel.com
www.rigel.com 
	Data mining by machine learning, data integration

	18
	Bernard Moret
	Department: Computer Science

U. New Mexico

Albuquerque, NM 87131

Voice:(505) 277-5699

Fax:(505) 277-6927

e-mail: moret@cs.unm.edu

www.cs.unm.edu/~moret/
	Computational phylogenetics, phyloinformatics, Tree of Life,

high-performance algorithm engineering



	19
	Bhaskar DasGupta
	Department: Computer Science

University of Illinois at Chicago

851 South Morgan Street (MC 152), UIC,

Chicago, IL 60607-7053

Voice: (312)-355-1319

Fax: (312)-413-0024

e-mail: dasgupta@cs.uic.edu
http://www.cs.uic.edu/~dasgupta  
	Algorithms/Complexity issues, Sequence similarity and reconstruction, evolutionary tree comparison and construction, DNA microarrays, protein landscape design, protein substructure comparisons.

	20
	Raymond K Wong
	School of Computer Science & Engineering

University of New South Wales

Kensington, NSW 2052, Australia

Ph +612 93855932

Fax +612 93855995

wong@cse.unsw.edu.au
http://www.cse.unsw.edu.au/~wong
	Integration of Bioinformatic Resources, Management of Bioinformatic Data, Semistructured Databases.

	21
	Prof. Michal Linial
	Department: Biological Chemistry

The Hebrew University of Jerusalem

Institute of Life Sciences, Givat Ram Campus

Voice:972-2-6585425

Fax: 972-2-6586448

e-mail: michall@mail.ls.huji.ac.il
http://sites.huji.ac.il/biolchem/
	Synaptic proteins, secretion, neuronal development, proteomics, Computational biology, protein classifications, functional prediction, structural genomics



	22
	Eric Poe Xing
	Department:Division of Computer Science

Dept. of EECS

UC Berkeley

Soda Hall 493, UC Berkeley, Berkeley, CA 94720

Voice:

Fax:(510)642-5775

e-mail:epxing@cs.berkeley.edu

http://www.cs.berkeley.edu/~epxing/
	Machine Learning, Statistical Learning Theory, Information Retrieval, Computational Biology

	23
	Satoru Miyano
	Department: Human Genome Center

Institute of Medical Science, University of Tokyo

4-6-1 Shirokanedai, Minato-ku, Tokyo 108-8639, Japan

Voice: +81-3-5449-5615

Fax:  +81-3-5449-5442

e-mail: miyano@ims.u-tokyo.ac.jp
http://bonsai.ims.u-tokyo.ac.jp/
	Computational knowledge discovery, microarray data analysis, gene network, biopathway simulation

	24
	Dr. Vladimir Sobolev
	Department: Deapartment of Olant Sciences

Weizmann Institute of Science

 Rehovot, 76100, Israel

Voice: 972-8-9344434

Fax:  972-8-9469124

e-mail: vladimir.sobolev@weizmann.ac.il
http://sgedg.weizmann.ac.il/lpsobol
	Protein structure prediction, molecular recognition

	25
	Janice Glasgow
	Department: School of Computing

Queen's University

Kingston, Ontario Canada K7L 3N6

Voice: 613 533-6058

Fax: 613 533-6513

e-mail: janice@cs.queensu.ca
http://www.cs.queensu.ca/home/janice
	Protein structure determination, protein crystallization, data mining in the molecular domain

	26
	Joakim Cöster
	Group leader, BioComplexity Group

Microbiology and Tumorbiology Center, Karolinska Institutet, Sweden.

BOX 171 77

STOCKHOLM

e-mail: joakim.coster@mtc.ki.se
	

	27
	SOKEFUN OLUSOLA
	Department:ZOOLOGY

LAGOS STATE UNIVERSITY, OJO LAGS NIGERIA

PMB 1087 APAPA, LAGOS NIGERIA

Voice:NONE

Fax:+ 1 617 687 5537

e-mail:OSOKEFUN@HOTMAIL.COM
	DATA MINING



	28
	Atul Butte, MD
	Department:Informatics and Endocrinology

Children's Hospital, Boston and Harvard Medical School

300 Longwood Avenue

Boston, MA 02115 USA

Voice: 617-355-7476

Fax:801-729-7231

e-mail:atul_butte@harvard.edu

http://www.chip.org/people/atulbutte.html
	Molecular biology, genetic regulatory networks, functional genomics, microarrays, single nucleotide polymorphisms, integrative genomics, medical informatics



	29
	Dr. Nataraj, D.V
	Group Leader, Bioinformatics

Avesthagen

Discoverer, 9th Floor

ITPL, Whitefield Road,

Bangalore- 560 066

India

Phone: 91-80-841 1665

Fax 91-80-841 8780

email: nataraj@avesthagen.com
	LIMS, Disease databases, Sequence analysis, Protein modeling

	30
	Christian Reich
	Computational Biology

Millennium Pharmaceuticals, Inc.

640 Memorial Dr, Cambridge MA 02139, USA

Voice: 1-617-761-6957

Fax: 1-617-530-684-6404

e-mail: reich@mpi.com
	Protein interaction, pathway graphs, genetic networks, general bioinformatics

	31
	Michel F. SANNER
	Department: Molecular Biology

The Scripps Research Institute

10550 N. Torrey Pines Rd

Voice: (858) 784-2341

Fax:  (858) 784-2860

e-mail: sanner@scripps.edu
http://www.scripps.edu/~sanner
	Molecular interactions, Docking, Molecular shapes, Visualization, Component-based software development, Macromolecular flexibility



	32
	Vincent Schachter
	Department: Science

Hybrigenics SA

3-5 impasse Reille

Voice: + 33 1 58 10 38 08

Fax: + 33 1 58 10 38 49

e-mail: vschachter@hybrigenics.fr
	Protein interaction networks; biopathways models ; pathways reconstruction ; computer-aided target discovery

	33
	Peter Clote, Ph.D., Doctorat d'Etat
	Computer Science, joint appt Biology Dept

Dept of Computer Science

Boston College

Chestnut Hill, MA 02467

617 552 1332 (phone)

617 552 2097 (fax)

clote@bc.edu
http://www.cs.bc.edu/~clote/
	RNA and protein structure prediction, motif recognition, machine learning theory, motif recognition

	34
	Marvin Edelman
	Department: Plant Sciences

Weizmann Institute of Science

Rehovot 76100, ISRAEL

Voice: +972-8-9343301

Fax: +972-8-9469124

e-mail: marvin.edelman@weizmann.ac.il
http://www.weizmann.ac.il/Plant_Sciences/idEdelman.html
	Structural proteomics, modeling ligand-protein interactions, tools for analyzing molecular structures

	35
	Ziheng YANG
	Department: Biology

University College London

Darwin Building, Gower Street, London WC1E 6BT, UK

Voice:  +44 (20) 7679 4379

Fax:   +44 (20) 7679 7096

e-mail:  z.yang@ucl.ac.uk
http://abacus.gene.ucl.ac.uk
	Molecular evolution, molecular phylogenetics, statistics, genomics, population genetics



	36
	Patrick Lincoln
	Department: Computer Science Laboratory

SRI international

333 Ravenswood Ave, Menlo Park, CA

Voice: 650 859-5454

Fax: 650 859 2844

e-mail: lincoln@csl.sri.com
http://www.csl.sri.com/~lincoln 
	Algorithms, data interoperation

	37
	Dong-Guk Shin
	Computer Science and Engineering

University of Connecticut

Storrs, CT 06269-3155

TEL: (860) 486-2783/3719

FAX: (860) 486-4817

EMAIL: shin@engr.uconn.edu
	

	38
	Imran Shah
	Department:Biometrics and Pharmacology

School of Medicine

University of Colorado

4200 E 9th Ave, C-245, Denver, CO 80262

Voice:303 315 7222

Fax:303 315 3183

e-mail:imran.shah@uchsc.edu

http://pathway.uchsc.edu/Shah
	Biochemical pathway inference, protein function prediction, artificial intelligence, machine learning

	39
	Serafim Batzoglou
	Department: Computer Science

Stanford University

Gates 138, Stanford, CA 94305-9010

Voice: 650-723-3334

Fax: (650) 725-1449

e-mail: serafim@cs.stanford.edu
http://robotics.stanford.edu/~serafim/
	Computational genomics, gene recognition, comparative genomics, whole genome shotgun assembly, gene regulation, motif finding, microarrays

	40
	Shoba Ranganathan
	Department: Dept. of Biochemistry

Dept. of Biological Sciences & Bioinformatics Centre

National University of Singapore

10 Kent Ridge Crescent, Singapore 119260

Voice: +65-6874-3566

Fax:  +65-6778-2466

e-mail: shoba@bic.nus.edu.sg
surya.bic.nus.edu.sg/shoba
	Protein Structure Prediction, Function Prediction, Alternative Splicing, Molecular Modeling 

	41
	Tal Pupko
	The institite of Statistical Mathematics

4-6-7 Minami-Azabu Minato-ku Tokyo Japan

Voice:81-3-5421-8780

Fax:81-3-5421-8796

e-mail:tal@ism.ac.jp

www.evol.ism.ac.jp/~tal
	Molecular evolution, phylogeny, statistical methods in bioinformatics.

	42
	Dr. Guna Rajagopal
	Director,

BioInformatics Institute (www.bii-sg.org)

30 Medical Drive

Singapore, 117 609

Tel : (65) 874 6171

Email : gr115@phy.cam.ac.uk
TCM Group,

URL  : www.tcm.phy.cam.ac.uk/~gr115/
Cavendish Laboratory

University of Cambridge

Tel : +44-01223-337216(Office)

Cambridge CB3-0HE

+44-01223-740033(Home)

United Kingdom

+44-01223-766217(Jesus College)

Fax : +44-01223-337356(Office) 
	

	43
	Dong Xu
	Department: Life Sciences Division

Oak Ridge National Laboratory

1060 Commerce Park Drive, Oak Ridge, TN 37831-6480

Voice: 865-574-8934

Fax: 865-241-1965

e-mail: xud@ornl.gov
http://compbio.ornl.gov/~nxy
	Protein structure prediction, gene expression analysis, biological pathway modeling.



	44
	Ken Aoshima
	Department: R&D, Bioscience Dept.

Mitsui Knowledge Industry Co., Ltd.

HARMONY TOWER 21ST FLOOR 32-2,

HONCHO 1-CHOME, NAKNO-KU,

TOKYO, 164-8721 JAPAN

Voice:+81-3-5304-7211

Fax:+81-3-3375-2870

e-mail:kaku@hydra.mki.co.jp

http://bio.mki.co.jp/
	A comprehensive database for Linking  genotypes to clinical phenotypes, Pharmacogenomics, Algorithms for  Gene expression and SNP analysis, etc. 

	45
	Hiroshi Matsuno
	Department: Science

Yamaguchi University

1677-1, Yoshida, Yamaguchi, 753-8512 Japan

Voice: +81 83 933 5697

Fax: +81 83 933 5697

e-mail: matsuno@sci.yamaguchi-u.ac.jp
http://genome.ib.sci.yamaguchi-u.ac.jp/
	Biopathway simulation, information extraction from biological databases

	46
	Eran Segal
	Department: Computer Science

Stanford University

Gates building 1A, Room 126,

Stanford University, CA 94305

Voice: + 1 - 650 - 725 – 8784

Fax: + 1 - 650 - 725 – 8784

e-mail: eran@cs.stanford.edu
http://cs.stanford.edu/~eran
	Gene expression; biopathways models; pathways reconstruction; motif finding

	47
	Aviv Regev
	Department (I): Cell Research and Immunology

Tel Aviv University

Department (I): Computer Science and Applied Math

Weizmann Institute of Science

45 Bialik Ave. 1A Ramat Hasharon 47205 Israel

Voice: 972-3-5472688, 972-8-9344459

Fax: 972-8-9344122

e-mail: aviv@wisdom.weizmann.ac.il
www.wisdom.weizmann.ac.il/~aviv
	Pathway informatics, pathway modeling, pathway simulation, representation languages, pathway evolution, gene expression analysis, high throughput genomics, pathway reconstruction

	48
	Kian-Lee Tan
	Department: Department of Computer Science

National University of Singapore

3 Science Drive 2, Singapore 117543

Voice: +65-6-874-2862

Fax: +65-6-779-4580

e-mail: tankl@comp.nus.edu.sg
www.comp.nus.edu.sg/~tankl
	Query processing, access methods, distributed databases, data mining, sequence alignment and homology search (in primary and tertiary structures), protein-to-protein interactions



	49
	Ju Han Kim, M.D., Ph.D.
	Department: Biomedical Informatics

Seoul National University

28 Yongon-dong Chongno-gu, Seoul 110-799, Korea

Voice: + 82 2 740 8320

Fax: + 82 2 747 4830

e-mail: juhan@snu.ac.kr
www.chip.org/~jkim
	Microarray, unsupervised clustering, biochip informatics, biomedical ontology.

	50
	Eric Schadt, Ph.d.
	Phone: 425-823-7368

Chief Scientist, Informatics

Fax: 425-636-6377

Rosetta Inpharmatics

email: eric_schadt@merck.com
12040 115th Avenue NEKirkland, WA 98034
	

	51
	Dr. Lynette Hirschman
	Chief Scientist

Department: Information Technology Center

The MITRE Corporation

202 Burlington Rd., Bedford, MA 01730 USA

Voice: 1-781-271-7789

Fax: 1-781-271-2380

e-mail: lynette@mitre.org
	Biomedical informatics, text datamining for biology, language modeling for biology, automated access (extraction, retrieval, question answering) for biomedical information



	52
	Kumm, Jochen
	JOCHEN.KUMM@ROCHE.COM

Head, Bioinformatics and Computational Biology

Roche Pharma Palo AltoPalo Alto, CA 94304

650-855-6054
	

	53
	Michael Siani-Rose
	Department: Gene Characterization/Bioinformatics

Affymetrix Corporation

6550 Vallejo Street

Voice: 510-428-8573

Fax: 510-428-8585

e-mail: michael_siani-rose@affymetrix.com
www.affymetrix.com
	Gene classification/genome annotation, Gene Ontology, protein/gene structure relationships, protein-protein interactions, signaling pathways, alternative splicing, microarray design/analysis, disease models.

	54
	Andrey Rzhetsky
	Department: Medical Informatics & Genome Center

Columbia University

1150 St. Nicholas Ave, Russ Berrie Pavilion,

New York, NY 10032

Voice:212-851-5150

Fax:212-851-5149

e-mail:ar345@columbia.edu

http://genome6.cpmc.columbia.edu/~andrey
	Molecular networks, phylogenetic trees, probabilistic modeling, bio NLP

	55
	Prof. Jong C. Park
	Department: Computer Science

KAIST

373-1 Kusong-dong, Yusong-gu, Daejon 305-701, South KOREA

Voice: +82 42 869 3541

Fax: +82 42 869 5581

e-mail: park@cs.kaist.ac.kr
http://nlp.kaist.ac.kr/~park
	Literature data mining (information extraction) for biology, automatic bio-ontology extension and management, heterogeneous database access through natural language, and management and visualization of inferred protein and gene networks

	56
	Dr. Mary Waye
	Department: Department of Biochemistry

The Chinese University of Hong Kong

Shatin, N.T., Hong Kong

Voice: (852) 2609-6874

Fax: (852) 2603-7732

e-mail: mary-waye@cuhk.edu.hk
http://www.bch.cuhk.edu.hk
	Functional genomics, novel genes, protein-protein interactions

	57
	Vladimir Filkov
	Department: Computer Science

SUNY at Stony Brook

Stony Brook, NY 11794

Voice: 631-632-6326

Fax:

e-mail: vlfilkov@cs.sunysb.edu
www.cs.sunysb.edu/~vlfilkov
	Algorithms, optimization, regulatory networks, data integration

	58
	Francisco Azuaje
	Department: Computer Science

Trinity College Dublin

Trinity College, Dublin 2, Ireland

Voice: +353-1-6083687

Fax: +353-1-6772204

e-mail: Francisco.Azuaje@cs.tcd.ie
http://www.cs.tcd.ie/Francisco.Azuaje
	Pattern recognition and classification, genome expression data, data mining and integration, e-science, intelligent systems in biosciences, policy issues.



	59
	Ralf Zimmer
	Department: Computer Science

Ludwig-Maximilians-University Munich

Theresienstrasse 39, 80333 München

Voice: +49 89 2180 4050

Fax: +49 89 2180 4054

e-mail: zimmer@bio.informatik.uni-muenchen.de
http://www.bio.informatik.uni-muenchen.de/index.html
	Algorithms and statistical methods for Protein Structure, Gene Expression analysis, biochemical networks, sequence analysis, Phylogeny, 

	60
	Kucherov, Gregory
	INRIA (French national research institute for informatics and control)

615, rue du Jardin Botanique, BP

101, 54602 Villers-les-Nancy

Voice:  (+33)383593021

Fax:  (+33)383278319

e-mail:  Gregory.Kucherov@loria.fr
http://www.loria.fr/~kucherov
	Algorithms for bioinformatics, string matching, pattern matching, pattern discovery, repetition finding

	61
	Dr. Christoph Schaab
	Department: Bioinformatics

GPC Biotech AG

Fraunhoferstr. 26, 81827 Martinsried, Germany

Voice:+49 89 85652600

Fax:+49 89 85652610

e-mail:Christoph.Schaab@gpc-biotech.com

www.gpc-biotech.com
	Gene expression, Statistics, Data mining, Databases 

	62
	Christian Reich
	Department: Computational Biology

Millennium Pharmaceuticals, Inc.

640 Memorial Dr, Cambridge MA 02139, USA

Voice: 1-617-761-6957

Fax: 1-617-530-684-6404

e-mail: reich@mpi.com
	Protein interaction, pathway graphs, genetic networks, general bioinformatic

	63
	Dr. Krzysztof M. Rajkowski
	Department: Unité 488

INSERM (Institut National de la Santé et dela Recherche Medicale)

Batiment Pincus, Hopital de Bicetre, 80 Ave du General Leclerc, Le Kremlin-Bicetre, F-94276 Paris, France

Voice: 0331.4959.1902

Fax: 0331.4521.1940

e-mail: rajkow@kb.inserm.fr
	Motif search, Profiles, Proteins, Nucleic Acids

	64
	Francine Blanchet-Sadri 
	Department: Mathematical Sciences

University of North Carolina at Greensboro

Department of Mathematical Sciences

University of North Carolina

P.O. Box 26170

Greensboro, NC 27402-6170

USA

Voice:1-336-256-1125

Fax:1-336-334-5949

e-mail:blanchet@uncg.edu

http://www.uncg.edu/~blanchet
	String algorithms, patterns in strings

	65
	Heikki Mannila
	Department: HIIT Basic Research Unit, Department of Computer Science

University of Helsinki

PO Box 26, FIN-00014 Helsinki, Finland

Voice: +358 9 191 44254

Fax: +358 9 191 44441

e-mail: Heikki.Mannila@cs.helsinki.fi
http://www.cs.helsinki.fi/u/mannila
	Data mining, bioinformatics, algorithms, probabilistic modeling

	66
	Dr. Joseph S. Oliveira
	Department: Division of Computational Sciences and Applied Mathematics

Pacific Northwest National Laboratory

K1-85, Pacific Northwest National Laboratory, Richland, WA, 99352

Voice: 509-372-6505

Fax:509-375-6631

e-mail:jso@pnl.gov

http://www.biomolecular.org/staff/oliveira.html
	Discrete mathematical models of complex biomolecular regulatory networks, mathematical and computational biological systems analysis models and simulations, algebric-combinatorics and theoretical computer science



	67
	William Stafford Noble
	Department: Computer Science

Columbia University

University of Washington

114 Sieg Hall; Box 352350

Seattle, WA 98195

Voice: 206 685-3853

Fax: 206 543-2969

e-mail: noble@cs.columbia.edu
http://www.cs.columbia.edu/~noble
	Bioinformatics, machine learning, protein homology detection, microarray expression analysis, gene finding

	68
	Andrew Pohorille
	Director, NASA Center for Computational Biology

NASA-Ames Research Center

and Professor of Chemistry and Pharmaceutical Chemistry

University of California, San Francisco

e-mail: pohorill@raphael.arc.nasa.gov
	

	69
	Guang R. Gao
	Department:  Department of Electrical and Computer Engineering & Delaware Bioinformatics Insitute

University of Delaware

140 Evans Hall, University of Delaware, DE 19716

Voice: 302-831-8218

Fax:   302-821-4316

e-mail: ggao@capsl.udel.edu
capb.dbi.udel.edu
	High-performance computing (architecture and system software), applications of parallel/distributed computing to bioinformatics applications



	70
	Tania Oh
	Department: Information and Mathematical Sciences

Genomic Institute of Singapore

1 Science Park Road, The Capricorn, #05-01,

Singapore 117528

Voice: +65 6827 5253

Fax: + 65 6827 5201
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